
−4.35

−1.83

0.69

3.22
hsa−miR−651

G
S

Z
mBL
intermediate
non−mBL

CRK
EPB41L4B

MYLIP
ZBTB38

SEC14L1
SEC14L1

SATB2
CLIC4
CLIC4

TMEM38B
PSMC2

DNAJB12
RNMT

ARHGAP12
C6orf62
CEP55
LMNB1
NAA15
PGAP1
PGAP1

PLAGL2
IVNS1ABP

MTF1
AGO2

DNAJB12
PDCL
POGZ
POGZ
LMO4
LMO4

EIF5
SMC1A

OXR1
PAWR
PAWR

KPNA1
KPNA1

RER1
PDCL

ZBTB39
BCOR

−2 2∆ e



−6

−4

−2

0

2

4

6

hsa−miR−651
G

S
Z

on
−
off

# features = 122

1

4



m
B

L

in
te

rm
ed

ia
te

no
n−

m
B

L

−5

0

5

hsa−miR−651
G

S
Z


